Here, we report the whole-genome sequences and annotation of 11 endophytic bacteria from poison ivy (Toxicodendron radicans) vine tissue. Five bacteria belong to the genus Pseudomonas, and six single members from other genera were found present in interior vine tissue of poison ivy.
duces an oily allergen called urushiol (1, 2) . Urushiol is an oleoresin within the sap of the plant and is thought to regulate the retention of water. PI is a member of the Anacardiaceae family and is commonly found throughout central and eastern North America and in the Canadian Maritime. The PI plant is well known for causing urushiol-induced contact dermatitis. Besides causing an immune response that leads to dermatitis (3), microorganisms harbored by the plant may be involved in causing secondary lesions in persons that come in contact with the plant (4). We are not aware of any studies that describe the identification of bacteria that associate with PI. As such, we embarked on a project to isolate and identify bacterial endophytes from the internal vine tissue of PI. Eleven species of bacteria were sequenced, five of which are different species of Pseudomonas, of which two have complete taxonomic designations, Pseudomonas libanensis and Staphylococcus hominis.
Vine tissue of PI plants was collected in early May (early growing season) in Rochester, NY. Vines were surface sterilized, and the internal stem tissue was prepared axenically, inoculated in tryptic soy broth medium, and cultured for 5 days, followed by plating and incubation. Morphologically distinct colonies were subcultured, and genomic DNA isolation was performed using the E.Z.N.A. bacterial DNA kit (Omega Bio-Tek, Norcross, GA) and prepared for sequencing using the Nextera XT kit (Illumina, San Diego, CA), according to the manufacturer's instructions. Sequencing was performed on the MiSeq sequencer (Illumina, San Diego, CA) located at the Monash University Malaysia Genomics Facility. Raw FASTQ reads for each library were adapter trimmed using Trimmomatic (version 0.33) and subsequently error corrected and de novo assembled into contigs with the SPAdes genome assembler (version 3.5.0) (5) . To obtain a preliminary genus/species identity, the 16S rRNA from each assembly was extracted by RNAmmer (6) and searched against the NCBI 16S database using BLASTN (7) . Genus-level identity was further augmented by a similarity search against other common housekeeping gene segments, such as rpoB, gyrB, and recA. Species-level identification was also attempted using JSpecies (8) .
The key annotation properties for the 11 genomes and taxonomy information are presented in Table 1 .
The presence of a variety of Pseudomonas species isolated in this study bears many similarities to endophytic populations found in other plants, such as grapevines (9) . In addition, the prevalence of endophytic Pseudomonas is known to occur in grapevine flowers (10) and Norway spruce seeds (11) . The prevalence of Pseudomonas may suggest a mutualistic symbiotic relationship with plants, in which the bacteria promote plant growth and development and, in turn, the plant provides an environment to promote bacterial colonization, usually through sugar production via photosynthesis (12) . The ability of these bacterial strains to metabolize urushiol oil produced by the PI plant warrants further investigation.
Nucleotide sequence accession numbers. The nucleotide sequences have been deposited at DDBJ/EMBL/GenBank under the accession numbers provided in Table 1 .
